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). 145 Notably, the crescent morphology persists when the 146 concentration of 1 (generated by dephosphorylation 1P) 147 decreases ( Figure S14 ), indicating that the morphology of the 148 assemblies of 1 likely is independent of the concentration of 1. 
Article To assess how the supramolecular morphology affects 273 bioactivity of EISA, we evaluate the membrane-binding 274 properties of the assemblies using the liposome cosedimenta-275 tion assays since EISA on the cell membrane plays a crucial f7 276 role for determining its bioactivity.
14 As shown in Figure 7A , 277 91%, 72%, and 43% of the enzymatic assemblies of 1, 2, and 3 278 bind to the liposomes, indicating that the membrane binding 279 ability of these assemblies follows the order of 1 > 2 > 3. 280 Additionally, the results of the LDH assay ( Figure 7B) Distribution of the Assemblies Inside Cells. To 294 visualize the distribution of the enzymatic assemblies inside 295 the cells after the cell membrane loses integrity, we design and 296 synthesize F1P (Scheme S1), a fluorescent analogue of 1P, by 297 replacing the naphthyl group at the N-terminal with an 298 environment-sensitive fluorescent dye 4-nitro-2,1,3-benzoxa-299 diazole (NBD). 41 Dephosphorylated by ALP, F1P turns into 300 F1, which also forms crescent-shaped assemblies (with an 301 average width of 5.1 ± 2 nm, Figure S20 F1 colocalizes well with the red fluorescence from the ER 
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